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high crude mortality. Prolonged hospitalization (36 days on aver-
age), use of invasive devices and prior colistin exposure may be
risk factors. Tigecycline, chloramphenicol and fosfomycin may be
options for combination therapy.
http://dx.doi.org/10.1016/j.ijid.2016.02.226
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Background: Nosocomial and community-acquired infections
caused by Staphylococcus aureus are still a worldwide growing
problem. The aim of this study was to evaluate the phenotypic
and genotypic antimicrobial susceptibility patterns of S.aureus iso-
lated from wound samples of Turkish patients living in Mardin,
Southeastern Turkey.
Methods & Materials: A total of 220 clinical wound samples,
collected between December 2012 - August 2013 were used in this
study. The identiﬁcation of S. aureus was made by conventional
methods. The antimicrobial susceptibility of S. aureus strains to
eleven antimicrobial agents was performed by the disk diffusion
method and the results were evaluated according to EUCAST 2014
guidline. Additionnaly, DNA was extracted from the wound sam-
ples using theHighPure PCR template preparation kit. Eleven genes
indicating the genotypic resistance to oxacillin (mecA), gentam-
icin (aac(6′)-aph(2′), aph(3′)-IIIa, ant(4′)-Ia), erythromycin (ermA,
ermB, ermC, andmsrA), tetracyclin (tetK, tetM) andpenicillin (blaZ)
were ampliﬁed using multiplex PCR and were visualized using gel
imaging.
Results: S.aureus was isolated from 112 (50,91%) of 220 wound
samples. The phenotypic resistance rates of S.aureus was found
45.54% (51 strains) for penicilin G, 41.07% (46 strains) for ampi-
cillin, 33.04% (37 strains) for tetracycline, 26.79% (30 strains) for
erythromycin, 5.36% (6 strains) for trimethoprim-sulfamethaxasol,
4.46% (5 strains) for oxacilline, 0.89% (1 strain) for amoxycillin-
clavulanic acid and 0.89% (1 strain) for enroﬂoxacin All isolates
were found to be susceptible to gentamicin, vancomycin and
teicoplanin. None of isolates showed an aminoglycoside resistance
genotypically. The number and rates of MSSA and MRSA carrying
antibiotic resistance genes were 19 (16,96%) and 32 (28,57%) for
blaZ, 9 (8,04%)and 17 (15,18%) for tetK, 6 (5,36%)and 14 (12,5%)
for ermC, 2 (1,79%)and 7 (6,25%) for tetM, 0 (0%)and 5 (4,46%) for
mecA, 2 (1,79%)and 4 (3,57%) for ermA, 1 (0,89%)and 2 (1,79%) for
both tetK and tetM respectively.
Conclusion: Thedata obtained facilitate thenationwide surveil-
lance of the antimicrobial resistance gene proﬁles of S.aureus for




Final Abstract Number: 41.033
Session: Poster Session I
Date: Thursday, March 3, 2016
Time: 12:45-14:15
Room: Hall 3 (Posters & Exhibition)
Frequent resistant gram negative rod stool
colonization among patients admitted with
acute febrile illness in Pune, India
R.S. Bharadwaj1,∗, M. Robinson2, I. Marbaniang1,
A. Kagal1, P.A. Raichur1, V. Kulkarni1, U.
Balasubramanian1, P. Onawale1, S. Kanade1, G.
Nelson3, A. Gupta2, V. Mave1
1 B.J. Govt. Medical College, Pune, India
2 Johns Hopkins University School of Medicine,
Baltimore, India
3 Vanderbilt University Medical Center, Nashville,
USA
Background: Antimicrobial resistance is increasing worldwide,
including in India. There is a concern that unfettered antibiotic
use may be associated with increasing antimicrobial resistance.
Surveillance for antimicrobial resistance may be accomplished by
evaluating for stool colonization of drug resistant organisms.
Methods & Materials: Patients >12 years of age admitted to
adult medicine wards at BJ Medical College - Sassoon General
Hospital, in Pune, India with >1 day of fever were enrolled into
a prospective cohort between July 2013 and September 2015. A
perianal swab sample was collected on the day of enrollment and
on day 3–5 of hospitalization and stored at −80 ◦C pending pro-
cessing. Samples were aspirated onto peptone broth impregnated
with ceftriaxone and vancomycin, incubated, and then plated onto
MacConkey and blood agar. Identiﬁcation and drug susceptibility
testing was performed on isolates using a Phoenix system (Becton
Dickinson).
Results: Perianal swabs were collected on 314 patients at the
timeof enrollment. Followup swabswere collected on181patients
– 158 on day 3, 22 on day 4, and 1 on day 5. There was growth
of resistant gram negative rods (GNR) in 60 (19%) patients. In 9
(2.9%) of patients, there was growth of GNR resistant to imipenem.
Seventeen patients who were not colonized with resistant GNR
upon enrollment were colonized at the time of follow up. Inpatient
use of cephalosporins was associated with acquisition of coloniza-
tion with resistant GNR, odds ratio 3.68, 95% conﬁdence interval
1.02–13.31.
Conclusion: Perianal colonization with resistant gram negative
rods is common among patients admitted to medicine wards in
Pune, India. The association of acquisition of drug resistance during
a brief hospitalization with prescription of cephalosporins high-
lights the need for improved antimicrobial stewardship.
http://dx.doi.org/10.1016/j.ijid.2016.02.228
